(

LN N =

2008 17 5Bt 2 00 050 O\ R

ERh Gl CEVTE
B G R  Ep WS 834

(Rl PRMAEBIATE, HEREWIe H o, 2508 4%)

~ GURRE (10 B, BEE 2 4y, 3t 20 40

L. 024K (Hormone receptor):

2. WM (Isoenzyme):

3.0 HPUITEPE (Denaturation):

4. KK HI(Hydrophobic interaction):
5. kK TAnnealing):

6. FPHEIEIE (Citric acid cycle):

7. B EfER]D (Gluconenogenesis):

8. YUILWEM L (Oxidative phosphorylation ):
9. HeoIAF Transeription factor):

10. N1~ (Intron):

v ERRE (L0 BB, BEE2 4y, JE 20 40)

WO A RGE IR B IER

A. L ATP i1k _

B (3T BOS AN AT 2 METIE (C) 12 M T (R) 4Lk
C. R RET RIS I A Co R 2 A R FAL

_bAfiC \[ww P MR




2 R R A
AL BRI I 2
B. NADE i %
LIV Q- (0 5 C SR il
AL # C E
G 30 A IR LA Ik 22 S0 40 A
A EIERUZ WA 22 KRB0 Y
B, BRI B
C. LEANEXUZERIINE
D. ANfigHiE
C 0 4. DNA UL T S8 2 CpG & (CpGisland) |11
A CHR 3 7 CVER m3CpG)
B.CM 547 (4% m5CpG)
C.G 36 (Al Cpm3G)
D.G 17 (4 Cpm7G)
C s KIGFF&E 758 DNA S5l ss 2
A. DNA REGHF T (Kornborg )
B. DNA R4y 11
C. DNA 485 1
D. DNA R4 1V
C 6. BRI Cretrovirus) (S RBGTERT EAUMF & it DNA FF A 3]
) ht
A. IRNA
B. mRNA
C. rRNA
D. 35S IRNA
CO 7 IR T 5N AASTNR 53335 )7 Jie
A SRS IE LAY
< AA AR 24




(

(

) 8. A A LR )

) 9.

FACHR )Ry
ML

C. &

TR IR AL
A IR
B. AR
C. PraMLN

D. 4R

L INGE o R (1) R R

A.2.8nm
B. 0.4nm
C.0.45nm
D. 0.54nm
RNA HHOROE A, 2k
A2 ST R IR A
B. 2l 3 H IR IR &)
C. 3 SHLCEF BRI 54

3R SHLE R &)

B2 5y, 42040

L AR 7§ T d K- 28 RNA &2 ASFE B WV R -8 RNA
& s

2. Western HVUFVE ) UL B R AR ITi,

3. BRI A AT 1.65% R (FRE B AR SRR Mr=131) F1 2.48%
SR, ML EBY BT AR 4 F i Mr b o

4. BRGESONIR T IDIRYI SIS, B T SR R, 42 FLE) S H L4y
Jy 1 . H TRENETT LAX 43

5. M L mM,AgﬁwﬁhﬂHQEEﬁﬂﬁW%Hﬁ,m
) , ML OE, JEE s i BB P T B Can 2
AL PHEARL B A BEIR T IR 2B e




6. MM FELNER T DNA b, RIS /FT 72N 01 RNA, el

7GRN W A8 A i Y sl A y FUEANM AT £3 08 B VTR A
1N
7 o

S BREITE A DI RS S DS DR DNA A5 T I se by, T Aoy A
Bty A1 AU

9. BENERLS PO R L IR YK IR A 1) S R AT o
i JRIRTEA (TCAY M _ ’

10, FCHE AT A8 1 i/ & e IRBE B S sk B el B 1 ) IR R 4
i .

VO, AR OFEBOERT RS S RN, HHRME ST S bkl BR 1 4y, G

20 740D

C ) 1. B RNA ANEEFE A BHE YT

CoO 20 BRI A R LR SEAZ T IR (AL Ty Gy Co UD JEHH AN AL HT 1
SRR

C ) 3. DNA M Tm A E DNA PG, 508 E 2H B M BE I 12 ik
AR

Co) 4 BUZAE mRNA — &2 B FE45#), H mRNA (¥ 555 5 R0 EAH AT .

C ) 5. SFRFEGSKEYIT I —BAZERITY, B g IR A ).

C 6. SRS DNA SRR S0 R U DNA SRS s O i 50,
PCR #1 DNA Jr Bt &2 Or B

C ) 7. N AR RAFCE RS A BIRIT, SV R M Vmax 9/, 1] Km A%

C 8. MRGS AP A R E T, WA RR&IEENE, X -5 N A

Co o0 U TRAZAL D 4 U1 0 0 - B0 R 050 AUV 3 77

C ) 10. 4fiMF 1 (NAD™). 46ifiF 11 (NADP™). &filf A (CoA). M E ALK (FMN)
AU RIBENS A% IR (FAD) RS IRIEYS (AMP) 4R 1L,

CoO 1L REURMEM S s A ER A C, S AR K. ,

Co 12, TP E 5 TS BME ST, s G A (Wl Ras) &

LT R LK




¢ 13, /l:Q}?’VJIJ&U’!JJ#;/rxéu1JN_ HX)UAJL"'H/J IM HJJHJJ\?HJM\M I ,LMHHHJ

o MIRGER . 2T U FOR1 N 4T Yl 301 BEA T L 7

Co Ise BN SDS SR MEREBER LUK R BEL K IS W B SE A AN 19 4 A

Co) 160 2L RNA (Y IRRBIEAR MBI ZUE I, M) (RNA, DS 45 b4l 17

Co 170 WO PR 6 3 SO LRI SR 400 DNA TR 1, JERE 56113 1 )
Bt A5 SRR

CoO IS el s, BRI T L NADH [8) CoQ ¥4k,

G190 SRR (poly-Lys) {1 pH=7 MBI A ANIZE ], 7 pH=10 113553 |
W !lif%! B o

Co 200 MM TR M . X R PP G R o s 401 10

Tio TFA (8 M, BERES 4y, Jt4040)

ETE K %% (pI=2.98) HZME (pI=5.97) . JREE (pl=6.53). ST4( (pl=5.98)
HIR (pI=0.74) 11 pH3.0 K74 BRZE FhIBL, INEUTRSE P IH) RELE PO P 06 1 19 Dowex-50
SRBH AR IR BEJE DA e AT, D4 BCARTE B, IS X S R
TSERAGHLA T AT IR R ok, R A
I I 5 £ (1 T S S M PO 0

3. BEIEERE LT [ MU K R A T IR O AT A A AR 2 K4

4o KRB YHRBORLE L S AR R, e RILL FEOR . SR . Il
e EIIAR T

(S

A F/mL WL/ (U/mL) MR B/
(mg/mL)
HIEIGR 100 300 15
BT 15 1000 10

WT{r1s RNA LITE 2R 2 B IA% O (42
6. szif%/l-:f#‘%fj UZ W) mRNA [ 85845 fa] 5 7] 2

7. W EEACIY e

8. MR I R AW 2 S a0 K2

wn

Iy ORI C3 AN, REC10 2y, SR 3040




/J\l"J

WU P £ 10

LJ{Lf

DNA HI RNA r‘f&mﬁ;ﬂ)l@?’ NN A

J

150 e

J

R0 ERE S
G 58D

ARG A R A AR TR &R

télUJ HIJJI\/J\Q




	834_1
	834_2
	834_3
	834_4
	834_5
	834_6

